
Claims 

We claim: 

A composition comprising a ph^nnaceutically 
acceptable carrier and a deglycosylated fragmenrof a kringle 1-5 
region of a plasminogen protein in a great^ amount than a 
naturally glycosylated form of the deglycosylated fragment, 
wherein the deglycosylated fragment ylacks one or more 
carbohydrate moieties linked to the na^rally glycosylated form 
and wherein the deglycosylated fr^ment has antiangiogenic 
activity. 

2. The composition / of claim 1 , wherein the 
deglycosylated fragment lacks a/bisialylated-biantennary glycan. 

3. The composmon of claim 1, wherein the 
deglycosylated fragment lacks an N-linked carbohydrate moiety. 

4. The composition of claim 1, wherein the 
deglycosylated fragrant lacks a carbohydrate chain at amino 
acid position Asn-2§^ of human plasminogen. 

5. The com^sition of claim 1 , wherein the 
deglycosylated fragmen^d/ approximately a kringle 1-3 protein. 

6. The composition of/ claim 5, wherein the 
deglycosylated fragment begins aty^pproximately amino acid 87 
of human plasminogen. 

7. The compositimi of claim 5, wherein the 
degly collated fragment an^no acid sequence is shown in SEQ 
ID NO:^ 

8. The conposition of claim 1, wherein the 
deglycosylated fragment is produced recombinantly. 
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9. The composition of claim /I, wherein the 
deglycosylated fragment has an amino aci^/substitution at amino 
acid position 289 of human plasminogeij/ 

10. The composition claim 1, wherein the 
deglycosylated fragment and the ^ycosylated form are at a ratio 
of at least 60:40. 

11. The compaction of claim 1, wherein the 
deglycosylated fragmei^and the glycosylated form are at a ratio 
of at least 80:20. 

12. The /composition of claim 1, wherein the 
deglycosylated fragment and the glycosylated form are at a ratio 
of 100:0. 



13. A nucleotide sequeyce encoding the deglycosylated 
fragment of claim 



14, The nucleotide/sequence of claim 13, wherein the 
nucleotide sequence is shown in SEQ ID N0^2: 



15. The composition of claim 1, wherein the 
deglycosylated fragment has antiangiogenic activity in vitro. 

16. The composition of claim 1, wherein the 
deglycosylated fragment has^tiangiogenic activity in vivo. 



1^. A method of inhibiting angiogenesis in an individual 
comprising, increasing in thfe individual an in vivo concentration 
of a deglycosylated fragip^nt/of a kringle 1-5 region of a 
plasminogen protein relafrve /to in vivo concentration of a 
naturally glycosylated form /of the deglycosylated fragment, 
wherein the deglycosylatea fragment lacks one or more 
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carbohydrate moieties linked to the naturally glycosylated for 
and wherein the deglycosylated fragment has antiangiogpnic 
activity in vivo. 

1 8 . The method of claim 1 7 , wherein the 
deglycosylated fragment is administered to the individijal. 

19. The method of claim 17, ^herein the 
deglycosylated fragment lacks a bisialylated-bianterinary glycan. 

20. The method claim 19, wherein yQie deglycosylated 
fragment lacks an N-linked carbohydrate. 
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21. The method of clairir^ 20, wherein the 
deglycosylated fragment lacks a carbcmydrate chain at amino 
acid position Asn>-289 of human plasnfinogen. 
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22. n^he) method of / claim 17, wherein the 
deglycosylatEjJ^agment is appr9ximately a kringle 1-3 protein. 

23. The method / of claim 22, wherein the 
deglycosylated fragment begins at approximately amino acid 87 
of human plasminogen. 
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24. The metfiod of claim 22, wherein the 
deglycosylated fragment amino acid sequence is shown in SEQ 
ID NO:l. 
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25. The / method of claim 17, wherein the 
deglycosylated fragment is produced recombinantly. 
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26. TUe method of claim 17, wherein the 
deglycosylated fragment has an amino acid substitution at amino 
acid position/289 of human plasminogen. 
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27f^ A deglycos^/lated fragment of a kringle 1-5 region 
of a plasminogen protpn, wherein the deglycosylated fragment 
amino acid sequence is shown in SEQ ID NO;^ 



A nuclei 
of a kringle 1-5 rej 
deglycosylated fra| 



ID NO:2. 



acid /needing a deglycosylated fragment 
1 oya plasminogen protein, wherein the 
mt nucleic acid sequence is shown in SEQ 
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